Allele frequencies for 15 short tandem repeat (STR) loci D8S1179, D21S11, D7S820, CSF1PO , D3S1358, TH01, D13S317, D16S539, D2S1338, D19S433, vWA, TPOX, D18S51, D5S818 and FGA (AmpFlSTR Identifiler PCR Amplification kit, PE Applied Biosystems) were obtained from a sample of 110 unrelated individuals form the Malay population living in and around Kuala Lumpur, Malaysia, and the characteristics of the population was compared with other East Asian populations.
Analysis of data
Calculation of allele frequencies and statistical analysis were performed with the PowerStats program (http://www.promega.com/geneticidtools/Default.htm).
The P values of the exact test for Hardy-Weinberg equilibrium (H-W equilibrium) were calculated with the GENEPOP (http://genepop.curtin.edu.au/) program. Computation of Da [1, 2] and construction of a neighbor-joining tree were carried out using Poptree software (provided by N. Takezaki).
Other remarks
Possible deviations from H -W equilibrium w ere tested by the exact that (5% significance level was taken). Three of the loci showed a detectable departure from 
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